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‘We comprehensively analyzed gene expression in T lymphocytes from three long-term relapse-free patients with
advanced ovarian cancer who carried the single-nucleotide polymorphism rs2185379 (hereafter referred to as
rs2185379) in the germline PRDM1 gene, and three patients who did not carry rs2185379 and experienced
treatment resistance or early relapse from the start of treatment, using RNA sequencing. We found that rs2185379
lymphocytes exhibited reduced expression of genes involved in heme metabolism and increased expression of
specific genes that constitute « and g variable regions of the T cell receptor compared to non-rs2185379 T
lymphocytes.
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