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Development of cancer diagnosis based on amyloid
of tumor suppressor protein p53
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The tumor suppressor protein p53 is a very important protein that prevents cells from turning cancerous. p53
forms two types of aggregates, amorphous aggregates and amyloid aggregates, with different structures and
properties that lead to loss of function, but there are still many unclear points. The aims of our study were to clarify
the properties of p53 amyloid aggregates and to identify compounds that inhibit the two types of aggregation of p53.
As a result, a p53 amyloid detection tool with higher accuracy than existing detection methods was developed.
Furthermore, a compound that inhibits both amorphous aggregation and amyloid aggregation was successfully
identified.
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