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An urgent task for us is to develop diverse antiviral technologies that will allow us to rapidly apply the knowledge
gained when the next emerging infectious disease triggers a pandemic. In this study, we aimed to understand
molecular mechanisms comprehensively to develop methods to enhance the activity of antiviral RNA silencing

directed by small noncoding RNAs such as small interfering RNA (siRNA) and microRNA (miRNA).
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RHERETH Y. BIEH Z L TE %
EAR, BERNICEEET R INLD, ¢

BEXRZ - T2 -8R - BR 1 F

MENIZBT 5 ESNORIER ISR L 223w

LLAads, 74 VARYGEIZE ) 5 S hiz
[ BV IFN %%, AlifaIZ3E A L 72/h5F RNA @ RNA
ALYV Y TR ZHET S EARENT
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et al. 2018 EMBO ], Takahashi et al. 2018 Genes,
Takahashi et al. 2020 NAR, Takahashi et al. 2020
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WIZEERE CTld. miRNA OB L & e 3 5 —ARGH
RNA#EG S v 287 B Tdh % TRBP A, 7 4 VA&
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DIRIFN ERZHHT5 2 & 2L NI L7,
AWFgEiX. RNAH A L > v 7 & IFEN IRE DM
2R L72FEcRk CTh D . HIRIESEOFIF
WCRKRECHMTE S LE 2 515 (Shibata and

Moriizumi et al. submitted) .
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