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Developing the novel technology that identifies
rapidly disease-causing regions on the genome
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It is now widely known that mutations in the enhancer region cause many diseases. Therefore, it is necessary to
investigate mutations in enhancers to identify disease-causing regions. However, currently there is no enhancer
analysis technology that can be applied clinically. In this study, I have developed a novel technique to identify
enhancer regions by tracking the behavior of proteins called mediator complex (MED), which interact with

transcription factors bound to enhancers.
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